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SEQUENCE LISTING 

<110> Senaldi, Giorgio 

<120> Methods and Compositions for Treating IgE-Related Disease Using NNT-1 Inhi 
bitors 

<130> A-695 

<140> Not yet received 

<141> 2001-08-16 

<150> US 60/226,436 

<151> 2000-08-18 

<160> 5 

<170> Patentin version 3.1 

<210> 1 

<211> 797 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90).. (764) 

<223> 



<220> 

<221> mat_peptide 

<222> (171).. {) 

<223> Met at -27 



attaaagctt cgccggagcc gcggctcgcc ctcccactcc gccagcctcc gggagaggag 

ccgcacccgg ccggcccagc cccagcccc atg gac etc cga gca ggg gac teg 
Met Asp Leu Arg Ala Gly Asp Ser 
-25 -20 

tgg ggg atg tta gcg tgc ctg tgc acg gtg etc tgg cac etc cet gea 
Trp Gly Met Leu Ala Cys Leu Cys Thr Val Leu Trp His Leu Pro Ala 
-15 -10 -5 

gtg cea get etc aat egc aca ggg gac cca ggg cet ggc ccc tec ate 
Val Pro Ala Leu Asn Arg Thr Gly Asp Pro Gly Pro Gly Pro Ser lie 
-11 5 10 

eag aaa ace tat gac etc ace cgc tac ctg gag cac caa etc egc age 
Gin Lys Thr Tyr Asp Leu Thr Arg Tyr Leu Glu His Gin Leu Arg Ser 
15 20 25 

ttg get ggg ace tat ctg aac tac ctg ggc ccc cet ttc aac gag eca 
Leu Ala Gly Thr Tyr Leu Asn Tyr Leu Gly Pro Pro Phe Asn Glu Pro 
30 35 40 45 

gac ttc aac cet ccc egc ctg ggg gca gag act ctg ccc agg gcc act 
Asp Phe Asn Pro Pro Arg Leu Gly Ala Glu Thr Leu Pro Arg Ala Thr 
50 55 60 

gtt gac ttg gag gtg tgg cga age etc aat gac aaa ctg egg ctg ace 
Val Asp Leu Glu Val Trp Arg Ser Leu Asn Asp Lys Leu Arg Leu Thr 
65 70 75 

eag aac tac gag gcc tac age cac ett ctg tgt tac ttg cgt ggc etc 

Page 1 



A-695.ST2 5.txt 

Gin Asn Tyr Glu Ala Tyr Ser His Leu Leu Cys Tyr Leu Arg Gly Leu 
80 85 90 

aac cgt cag get gcc act get gag ctg cgc cgc age ctg gee cac ttc 
Asn Arg Gin Ala Ala Thr Ala Glu Leu Arg Arg Ser Leu Ala His Phe 
95 100 105 

tgc ace age etc eag gge etg ctg ggc age att gcg gge gtc atg gca 
Cys Thr Ser Leu Gin Gly Leu Leu Gly Ser He Ala Gly Val Met Ala 
110 115 120 125 

get ctg ggc tac cca ctg ccc cag ccg ctg cct ggg act gaa ccc act 
Ala Leu Gly Tyr Pro Leu Pro Gin Pro Leu Pro Gly Thr Glu Pro Thr 
130 135 140 

tgg act eet ggc cct gee eae agt gac ttc etc eag aag atg gae gac 
Trp Thr Pro Gly Pro Ala His Ser Asp Phe Leu Gin Lys Met Asp Asp 
145 150 155 

ttc tgg ctg ctg aag gag etg cag ace tgg etg tgg cgc teg gee aag 
Phe Trp Leu Leu Lys Glu Leu Gin Thr Trp Leu Trp Arg Ser Ala Lys 
160 165 170 

gac ttc aac egg etc aag aag aag atg cag cct cca gca get gca gtc 
Asp Phe Asn Arg Leu Lys Lys Lys Met Gin Pro Pro Ala Ala Ala Val 
\Q 175 180 185 

ace etg cac ctg ggg get cat ggc ttc tgacttctga cettctcetc 
■f-^'r^-j^j- Leu His Leu Gly Ala His Gly Phe 
?=190 195 

f=% ttcgetcccc ccc 

3 <210> 2 

Oi<211> 225 

fS<212> PRT 

r5<213> Homo sapiens 

[ri<400> 2 

rTMet Asp Leu Arg Ala Gly Asp Ser Trp Gly Met Leu Ala Cys Leu Cys 
— -25 -2 0 -15 

Thr Val Leu Trp His Leu Pro Ala Val Pro Ala Leu Asn Arg Thr Gly 



Asp Pro Gly Pro Gly Pro Ser He Gin Lys Thr Tyr Asp Leu Thr Arg 
10 15 20 

Tyr Leu Glu His Gin Leu Arg Ser Leu Ala Gly Thr Tyr Leu Asn Tyr 



Leu Gly Pro Pro Phe Asn Glu Pro Asp Phe Asn Pro Pro Arg Leu Gly 
40 45 50 

Ala Glu Thr Leu Pro Arg Ala Thr Val Asp Leu Glu Val Trp Arg Ser 
55 50 65 

Leu Asn Asp Lys Leu Arg Leu Thr Gin Asn Tyr Glu Ala Tyr Ser His 
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Leu Leu Cys Tyr Leu Arg Gly Leu Asn Arg Gin Ala Ala Thr Ala Glu 
90 95 100 

Leu Arg Arg Ser Leu Ala His Phe Cys Thr Ser Leu Gin Gly Leu Leu 
105 110 115 

Gly Ser lie Ala Gly Val Met Ala Ala Leu Gly Tyr Pro Leu Pro Gin 
120 125 130 

Pro Leu Pro Gly Thr Glu Pro Thr Trp Thr Pro Gly Pro Ala His Ser 
135 140 145 

Asp Phe Leu Gin Lys Met Asp Asp Phe Trp Leu Leu Lys Glu Leu Gin 
150 155 150 165 

Thr Trp Leu Trp Arg Ser Ala Lys Asp Phe Asn Arg Leu Lys Lys Lys 
170 175 180 

3 Met Gin Pro Pro Ala Ala Ala Val Thr Leu His Leu Gly Ala His Gly 
3 185 190 195 



='r<210> 3 

s <211> 5087 

p<212> DNA 

fni<213> Homo sapiens 

i;f <220> 

|p<221> misc_f eature 

p<222> (137) . . (138) 

|t<223> product = "INTERVENING UNSEQUENCED REGION OF : 



aacctgcgag 


tgggcctggc 


ggatgggatt 


attaaagctt 


cgccggagcc 


gcggctcgcc 


50 


ctcccactcc 


gccagcctcc 


gggagaggag 


ccgcacccgg 


ccggcccagc 


cccagcccca 


120 


tggacctccg 


agcaggttga 


aaacccaaac 


tagccctgct 


cttcataaca 


tgacaagcag 


180 


cgccccatct 


gatacctaaa 


ccgaccaagt 


cacagccctc 


caactcaccc 


tctgcctgcc 


240 


cagacctcac 


cacatccttg 


tggactcaaa 


cctcaaccgc 


actaaatcaa 


ccaaatccca 


300 


agtctaaact 


aatctgaaac 


ttttaaagta 


acccagtcct 


taaacctaac 


ctagcccaat 


360 


gccaattata 


tctaccctag 


ccaaacccta 


actgcctttg 


ccagtccaaa 


gtgtccactg 


420 


aatcctcacc 


ttggtcctca 


ctgaaaatcc 


cagaaaagca 


tatttcccca 


ctgcccacat 


480 


ccctccttac 


agcacccaac 


cctggcctct 


ggactcctgg 


tatcctggga 


tgtccaaact 


540 


ctgcagtgcc 


atcagccaac 


aagcccgact 


cgtcaaatgc 


acctctctcc 


cttcctgtcc 


600 


ccacccttgc 


aggctgatgg 


aaaggcctca 


ttgaagtcca 


acttttcccc 


acctaacacc 


660 


aagaacgggg 


tgaacctcca 


cactgccacc 


gttccctgag 


agtgagcact 


aaatctcctt 


720 
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caatctaacc 


ccaccctaca 


cttcccacac 


tcaggaatca 


catcctagaa 


tatacccaaa 


780 


actaagcccc 


ataaggcagc 


ccgaccctag 


tggtctaacc 


ctataccttg 


cttcctatgg 


840 


gtgagtctgt 


tcttggcggc 


cgcctctctc 


ctgcttcctc 


ccttagagct 


gactgtgctc 


900 


agcctgccag 


ctctgacatg 


tgctgtctcc 


caccctctga 


ctcccctcaa 


gctgcagtgg 


960 


gactggaaga 


ctggcaggaa 


gctagggtac 


aactggaaca 


caggcaggtc 


gacctgcagt 


1020 


ccctaggcct 


ggccccgtcc 


ctccatgtac 


acacatatac 


atgttggcac 


acacacagtg 


1080 


gcacacatgc 


caaagactct 


ctcagctgac 


acacagatcc 


attctcaagt 


atctactgat 


1140 


agacactcat 


gcgtgccaag 


tcctcatcct 


caaacataca 


catgcctctc 


tttctctccc 


1200 


gtcttgccag 


gagtgtttcc 


cctcctccat 


cccctctgcc 


tcccatctgg 


tgtcccaccc 


1260 


tcacccccca 


cccagcccaa 


ggtggggaca 


gacacctgag 


gggctgccag 


ctgcttcccc 


1320 


gtgtgggccc 


gggccgcgct 


catgcttctc 


gtccatcctg 


cccacagggg 


actcgtgggg 


1380 


igatgttagcg 


tgcctgtgca 


cggtgctctg 


gcacctccct 


gcagtgccag 


ctctcaatcg 


1440 


cacaggggac 


ccagggcctg 


gcccctccat 


ccagaaaacc 


tatgacctca 


cccgctacct 


1500 


ggagcaccaa 


ctccgcagct 


tggctgggac 


ctatgtgagt 


atccagcgta 


ggaatctggg 


1560 


_^agttggggag 


gagtgaggag 


ttggggaaag 


acagtcctaa 


ccgtggaggg 


ttctggtaaa 


1620 


tgatggggtg 


aggaggggct 


ctttggctcc 


caccagtccc 


cctgtctggt 


ctatctcctg 


1680 


r. cccttccctc 


ttaggtggcc 


cccccacttc 


cccatccctg 


gccccaggac 


taggcatgtg 


1740 


- ggcaggcctc 


gcacccgcct 


tggcccattg 


ccccactggc 


tgccagccca 


gccgcccgcc 


1800 


tccccctggg 


ggccggggaa 


gtctcctctg 


tttacaccgt 


gttgtggtgt 


ctcttgcgcg 


1860 


ggcggggttg 


ggtggggaca 


gaggggcccc 


acctcccatg 


cctgcgttcc 


agctcgcctc 


1920 


tgcccccaga 


cctggggccc 


tgctgctctg 


gacccagggg 


cctcccttcc 


gtctgcctct 


1980 


cccatcctag 


ctgggcctcc 


taggggggtc 


atgggggaag 


gggactgtag 


ggaacccagg 


2040 


cagtagtggc 


agggggttta 


gggtgtggat 


ggaggttatg 


ctgtaaggat 


ttgggggtgg 


2100 


tccagaggtg 


ttcagagagc 


ccaggagaga 


aggaaggagg 


gttggaggag 


ccgaggcacc 


2160 


atggggaacc 


ggccccctct 


tcccgtgttc 


ctcttccaca 


tcccagaccc 


tactctggag 


2220 


ccagggaaag 


aaaagggaag 


aaggtggcgg 


gggagctggc 


tccagcccca 


ggatacaccg 


2280 


aggaaattag 


tttgtctctg 


tgcttgtcag 


cgtgtgaacc 


tccccctggg 


cccttgccta 


2340 


tcccaggcct 


ctccccttgc 


ttctcccttc 


tttcccagtt 


atacatctcc 


ctcatccctt 


2400 


tccctgggcc 


ccagccgctc 


ccccgagggt 


tggaaagggc 


tctgccctct 


tccctatacc 


2460 


atgctgtctt 


ccatagcctt 


cctcctgtcc 


tactcatgag 


actgcctcca 


tttcttcctt 


2520 


ctgcaaccct 


gctcctatca 


gctgaaccct 


tctttcggag 


tgttagtgag 


tacccgtctc 


2580 


tccccagccc 


ctcagctggt 


gggcctgggt 


gtgtcagcgg 


caaatggggc 


tctggttcca 


2640 


atgggccact 


ctcatctctc 


tcttgttcct 


tgtgcagaaa 


acctttgctt 


cactccactg 


2700 


ccctctctag 


ttcccgaccc 


tttttctctc 


ctggctttcc 
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tctccaagga 
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gtggtctaca 


ccctctgcct 


ccacttcctc 


tccacccact 


cacttcttaa 


ccccctgcaa 


2820 


tctggcttcc 


aggccccagc 


aatggttctc 


tccaaggtcg 


tcaggcacct 


ccttgccaag 


2880 


cccgacagtg 


ttttgaaggc 


tcattctcct 


tgctgtctgt 


tttgcagcca 


cactgctgag 


2940 


cgctgctgcc 


ttctcgaact 


cctcttcctt 


ggtctctgca 


ctctcctggg 


ccaccttcta 


3000 


cctctccagc 


tcctccaggc 


tcctcttcct 


ctctgtcctg 


cccccacagc 


gggcactctc 


3060 


ccaaggtttg 


cccacccagc 


caatcagcac 


gtccttcctg 


agcgtcttgt 


gcgtctcctc 


3120 


ctcctccttt 


ttctacgcct 


ctccattgga 


gagctcacca 


ccgccactgc 


ttcaactgtc 


3180 


acctgcatac 


aaatgatatc 


cttattggaa 


aaactcaggg 


aggccatgaa 


caaagaagcc 


3240 


tagcatggag 


acagggccag 


tgtcagggga 


cacaaaaaat 


agaaactttg 


ggagcaggta 


3300 


tctccttggt 


ggtgagccag 


cggctctgcc 


ctcctccttc 


cccatcaccc 


tctccttttc 


3360 


acagctgaac 


tacctgggcc 


cccctttcaa 


cgagccagac 


ttcaaccctc 


cccgcctggg 


3420 


Q ggcagagact 


ctgcccaggg 


ccactgttga 


cttggaggtg 


tggcgaagcc 


tcaatgacaa 


3480 


,".4 actgcggctg 


acccagaact 


acgaggccta 


cagccacctt 


ctgtgttact 


tgcgtggcct 


3540 


caaccgtcag 


gctgccactg 


ctgagctgcg 


ccgcagcctg 


gcccacttct 


gcaccagcct 


3600 


ccagggcctg 


ctgggcagca 


ttgcgggcgt 


catggcagct 


ctgggctacc 


cactgcccca 


3660 


gccgctgcct 


gggactgaac 


ccacttggac 


tcctggccct 


gcccacagtg 


acttcctcca 


3720 


3 gaagatggac 


gacttctggc 


tgctgaagga 


gctgcagacc 


tggctgtggc 


gctcggccaa 


3780 


S ggacttcaac 


cggctcaaga 


agaagatgca 


gcctccagca 


gctgcagtca 


ccctgcacct 


3840 


gggggctcat 


ggcttctgac 


ttctgacctt 


ctcctcttcg 


ctcccccttc 


aaaccctgct 


3900 


ps* cccactttgt 


gagagccagc 


cctgtatgcc 


aacacctgtt 


gagccaggag 


acagaagctg 


3960 


tgagcctctg 


gccctttcct 


ggaccggctg 


ggcgtgtgat 


gcgatcagcc 


ctgtctcctc 


4020 


cccacctccc 


aaaggtctac 


cgagctgggg 


aggaggtaca 


gtaggccctg 


tcctgtcctg 


4080 


tttctacagg 


aagtcatgct 


cgagggagtg 


tgaagtggtt 


caggttggtg 


cagaggcgct 


4140 


catggcctcc 


tgcttcttgc 


ctaccacttg 


gccagtgccc 


acccagcccc 


tcaggtggca 


4200 


catctggagg 


gcaggggttg 


aggggccacc 


accacacatg 


cctttctggg 


gtgaagccct 


4250 


ttggctgccc 


cactctcctt 


ggatgggtgt 


tgctccctta 


tccccaaatc 


actctataca 


4320 


tccaattcag 


gaaacaaaca 


tggtggcaat 


tctacacaaa 


aagagatgag 


attaacagtg 


4380 


cagggttggg 


gtctgcattg 


gaggtgccct 


ataaaccaga 


agagaaaata 


ctgaaagcac 


4440 


aggggcaggg 


acagaccaga 


ccagacccag 


gagtctccaa 


agcacagagt 


ggcaaacaaa 


4500 






ccttgcctcg 










tctgccccct 


ttcccagggt 


atctgtgggt 


tgccaggctg 


gggagggcaa 


ccatagccac 


4620 


accacaggat 


ttcctgaaag 


tttacaatgc 


agtagcattt 


tggggtgtag 


ggtggcagct 


4680 


ccccaaggcc 


ctgcccccca 


gccccaccca 


ctcatgactc 


taagtgtgtt 


gtattaatat 


4740 


ttatttattt 


ggagatgtta 


tttattagat 


gatatttatt 


gcagaatttc 


tattcttgta 


4800 
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ttaacaaata 


aaatgcttgc 


cccagaactt 


agtctctttg 


cccagcctca 


cccctcctgg 


4860 






cccctggctc 


ccactccctg 


cttgcctctg 


gtggagctgc 


4920 


acagagctct 


gggaagaggc 


cctcttcctc 


cccgcactgg 


ggcgatgggc 


gcacctcaga 


4980 


cttacccact 


gctgctgcca 


ccaccaaccc 


cttgatccct 


cagtcctccc 


acacagcttc 


5040 


tgtccacccc 


aggtttccct 


caccccacct 


ttgctaagtc 


ttcctca 




5087 



<210> 4 

<211> 819 

<212> DNA 

<213> Murine 

<220> 

<221> CDS 

<222> (95).. (769) 

<223> 



<220> 

<221> mat_peptide 

<222> (175) . . ( ) 
<223> 



<220> 

<221> mat_peptid 

<222> (176) . . (769) 
<223> 



<220> 

<221> sig_peptide 

<222> (95) . . (175) 
<223> 



<400> 4 

tattattaaa gcttcgccgg agccgcggct cgccctccca ctccgccagc ctctgggaga 60 

ggagccgcgc ccggccggcc cggcccccag cccc atg gac etc cga gca ggg gac 115 

Met Asp Leu Arg Ala Gly Asp 
-25 

ctg tgg cac etc cct 153 
Leu Trp His Leu Pro 
-5 

ggc cct ggc ccc tec 211 
Gly Pro Gly Pro Ser 
10 

gag cat caa etc cgc 25 9 

Glu His Gin Leu Arg 
25 

ccc cct ttc aae gag 3 07 

Pro Pro Phe Asn Glu 
40 

act ctg ccc agg gee 355 
Thr Leu Pro Arg Ala 
60 



teg tgg ggg atg tta get tgc eta tgc acg gtg 
Ser Trp Gly Met Leu Ala Cys Leu Cys Thr Val 



gca gtg cca get ett aat cgc aca gga gat eea 
Ala Val Pro Ala Leu Asn Arg Thr Gly Asp Pro 



ate eag aaa ace tat gac etc ace ege tae ctg 
lie Gin Lys Thr Tyr Asp Leu Thr Arg Tyr Leu 



age tta get ggg acc tac ctg aae tac ctg ggg 
Ser Leu Ala Gly Thr Tyr Leu Asn Tyr Leu Gly 



eet gac ttc aat cet eet cga ctg ggg gca gaa 
Pro Asp Phe Asn Pro Pro Arg Leu Gly Ala Glu 
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acg gtc aac ttg gaa gtg tgg cga age etc aat gac agg ctg egg ctg 403 
Thr Val Asn Leu Glu Val Trp Arg Ser Leu Asn Asp Arg Leu Arg Leu 
65 70 75 

acc cag aac tat gag gcg tac agt cac etc ctg tgt tae ttg cgt ggc 451 
Thr Gin Asn Tyr Glu Ala Tyr Ser His Leu Leu Cys Tyr Leu Arg Gly 
80 85 90 

etc aac cgt cag get gee aca get gaa etc cga cgt age ctg gee cac 499 
Leu Asn Arg Gin Ala Ala Thr Ala Glu Leu Arg Arg Ser Leu Ala His 
95 100 105 

ttc tgt acc age etc cag ggc ctg ctg ggc age att gca ggt gtc atg 547 
Phe Cys Thr Ser Leu Gin Gly Leu Leu Gly Ser He Ala Gly Val Met 
110 115 120 

gcg acg ett ggc tae eca ctg ccc cag cet ctg cca ggg act gag eca 595 
Ala Thr Leu Gly Tyr Pro Leu Pro Gin Pro Leu Pro Gly Thr Glu Pro 
125 130 135 140 

gee tgg gee cct ggc cet gcc cac agt gac ttc etc cag aag atg gat 643 
Ala Trp Ala Pro Gly Pro Ala His Ser Asp Phe Leu Gin Lys Met Asp 
145 150 155 

gac ttc tgg ctg ctg aag gag ctg cag ace tgg eta tgg cgt tea gcc 691 
Asp Phe Trp Leu Leu Lys Glu Leu Gin Thr Trp Leu Trp Arg Ser Ala 
150 165 170 

aag gac ttc aae egg ett aag aag aag atg cag cet cca gca get tea 739 
Lys Asp Phe Asn Arg Leu Lys Lys Lys Met Gin Pro Pro Ala Ala Ser 
175 180 185 

gtc acc ctg cac ttg gag gca eat ggt ttc tgacctctga cccttaaeee 789 
Val Thr Leu His Leu Glu Ala His Gly Phe 
190 195 

ccacacctcc aggcccagtc agctgtgctt 819 

<210> 5 

<211> 225 

<212> PRT 

<213> Murine 

<400> 5 

Met Asp Leu Arg Ala Gly Asp Ser Trp Gly Met Leu Ala Cys Leu Cys 
-25 -20 -15 

Thr Val Leu Trp His Leu Pro Ala Val Pro Ala Leu Asn Arg Thr Gly 
-10 -5 -11 5 

Asp Pro Gly Pro Gly Pro Ser He Gin Lys Thr Tyr Asp Leu Thr Arg 



Tyr Leu Glu His Gin Leu Arg Ser Leu Ala Gly Thr Tyr Leu Asn Tyr 



Leu Gly Pro Pro Phe Asn Glu Pro Asp Phe Asn Pro Pro Arg Leu Gly 



Ala Glu Thr Leu Pro Arg Ala Thr Val Asn Leu Glu Val Trp Arg Ser 
55 60 65 

Page 7 



A-695.ST25 .txt 



Leu Asn Asp Arg Leu Arg Leu Thr Gin Asn Tyr Glu Ala Tyr Ser His 
70 75 80 85 

Leu Leu Cys Tyr Leu Arg Gly Leu Asn Arg Gin Ala Ala Thr Ala Glu 
90 95 100 

Leu Arg Arg Ser Leu Ala His Phe Cys Thr Ser Leu Gin Gly Leu Leu 
105 110 115 

Gly Ser lie Ala Gly Val Met Ala Thr Leu Gly Tyr Pro Leu Pro Gin 
120 125 130 

Pro Leu Pro Gly Thr Glu Pro Ala Trp Ala Pro Gly Pro Ala His Ser 
135 140 145 

Asp Phe Leu Gin Lys Met Asp Asp Phe Trp Leu Leu Lys Glu Leu Gin 
150 155 160 165 

Thr Trp Leu Trp Arg Ser Ala Lys Asp Phe Asn Arg Leu Lys Lys Lys 
170 175 180 

Met Gin Pro Pro Ala Ala Ser Val Thr Leu His Leu Glu Ala His Gly 
185 190 195 
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